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SEQUENCE LISTING 



<110> Korpela, Timo 

<120> Proteins inducing multiple resistance of plants to phy topathogens 
and pests 

<130> Korpela MF3 

<140> 10583066 
<141> 2008-10-23 

<160> 8 

<170> Patentln version 3.5 

<210> 1 
<211> 161 
<212> PRT 

<213> Pseudomonas fluorescence strain 197 
<400> 1 

Met Leu lie Ala Ala Asn Lys Ala Val Ser lie Asp Tyr Thr Leu Thr 
15 10 15 



Asn Asp Ala Gly Glu Val lie Asp Ser Ser Ala Gly Gly Ala Pro Leu 
20 25 30 



Val Tyr Leu Gin Gly Ala Gly Asn lie lie Pro Gly Leu Glu Lys Ala 
35 40 45 



Leu Glu Gly Lys Ala Val Gly Asp Asp Leu Glu Val Ala Val Glu Pro 
50 55 60 



Glu Asp Ala Tyr Gly Glu Tyr Ala Ala Glu Leu Val Ser Thr Leu Ser 
65 70 75 80 



Arg Ser Met Phe Glu Gly Val Asp Glu Leu Glu Val Gly Met Gin Phe 
85 90 95 



His Ala Ser Ala Pro Asp Gly Gin Met Gin lie Val Thr lie Ala Asp 
100 105 110 



Leu Asp Gly Asp Asp Val Thr Val Asp Gly Asn His Pro Leu Ala Gly 
115 120 125 



Gin Arg Leu Asn Phe Lys Val Lys lie Val Asp lie Arg Asp Ala Ser 
130 135 140 



Gin Glu Glu lie Ala His Gly His Val His Gly Glu Gly Gly His His 
145 150 155 160 



His 



<210> 2 

<211> 486 

<212> DNA 

<213> pseudomonas fluorescence strain 197 



<400> 2 

atgctgatcg ccgccaataa ggctgtctcc atcgactata ccctgaccaa cgacgctggt 60 

gaggtcatcg acagctccgc cggcggcgct ccgctggttt acctgcaagg tgcaggcaac 120 

atcatcccgg gcctggaaaa agccctggaa ggcaaagctg tcggcgacga cttggaagtg 180 

gccgttgagc cggaagatgc ttacggcgaa tacgccgccg agctggtcag caccctgagc 240 

cgcagcatgt tcgaaggcgt tgacgagctg gaagtcggca tgcagttcca tgcttcggcg 300 

ccggacggcc agatgcagat cgtcaccatt gctgacctgg acggcgacga cgtcaccgtt 360 

gatggcaacc accctctggc cggtcagcgc ctgaacttca aggttaagat cgttgatatc 420 

cgtgacgcca gccaggaaga aatcgctcat ggccacgtcc atggcgaagg tggccatcac 480 

cactga 486 



<210> 3 
<211> 57 
<212> PRT 

<213> pseudomonas flurescence strain 197 
<400> 3 

Gly Ala Pro Leu Val Tyr Leu Gin Gly Ala Gly Asn lie lie Pro Gly 
15 10 15 



Leu Glu Lys Ala Leu Glu Gly Lys Ala Val Gly Asp Asp Leu Glu Val 

20 25 30 



Ala Val Glu Pro Glu Asp Ala Tyr Gly Glu Tyr Ala Ala Glu Leu Val 
35 40 45 



Ser Thr Leu Ser Arg Ser Met Phe Glu 
50 55 



<210> 4 
<211> 45 
<212> PRT 

<213> pseudomonas fluorescence stain 197 
<400> 4 

Met Gin lie Val Thr lie Ala Asp Leu Asp Gly Asp Asp Val Thr Val 
15 10 15 



Asp Gly Asn His Pro Leu Ala Gly Gin Arg Leu Asn Phe Lys Val Lys 
20 25 30 



lie Val Asp lie Arg Asp Ala Ser Gin Glu Glu lie Ala 
35 40 45 



<210> 5 

<211> 25 

<212> DNA 

<213> artificial sequence 

<220> 

<223> primer 

<400> 5 

ggaattccat atgctgatcg ccgcc 25 



<210> 6 

<211> 25 

<212> DNA 

<213> artificial sequence 

<220> 

<223> primer 

<400> 6 

cccaagctta gtggtgatgg cca.cc 25 



<210> 7 

<211> 29 

<212> DNA 

<213> artificial 

<220> 

<223> chemically synthetized sequence 



<220> 

<221> misc_feature 

<222> (1) . . (29) 

<223> primer 



<400> 7 

ggccaccatg ctgatcgccg ccaataagg 



29 



<210> 8 

<211> 24 

<212> DNA 

<213> artificial 

<220> 

<223> chemically synthetized sequence 



<220> 

<221> misc_feature 
<223> primer 



<400> 8 

ggtcagtggt gatggccacc ttcg 



